Ceenennst 06 opuUHANBHBIX ONIIOHEHTAX
no aucceprauuu Maxeesou [lecucnasor CmanumuposHoi.

«DYHKYUOHANbHBIE OCOOEHHOCHU MPAHCISAYUOHHBIX

paxmopoe elF2D/TMAG64, MCT-1/TMA20 u DENR/TMA22»

®.1.0.: 'apdbep Mapus bopucosna

Y4yenas crenenb: J0KTOP OMOJIOTHYECKUX HAYK

Yuyenoe 3Banue: npodeccop

Hayunasi(bie) enenuanbnocts(un): 03.00.03 Mounekyspaas 6uoaorus

JO/IKHOCTD:  IVIaBHBIM HAy4yHBIH COTPYAHMK J1a0OpaTOPUU  CTPYKTYPHBIX
MCCJIeIOBaHUH annapaTa TPaHCIISIHN

Mecro paGorbr: OesepanbHoe rocy1apcTBEHHOE OIO/KETHOE YUpPEXKIECHHE HAYKHU
Mucturyr Genka Poccuiickoit akagemMun Hayk

Anpec mecra paGorel: 142290 Mockosekast o6nacts, . [lymuno, yo.
Hucturyrekas, 4

Tea.: 8 (4967) 318443

E-mail: garber@vega.protres.ru

Cnucok OCHOBHBIX Hay4yHBIX MyOiuKamuii o crenuanspHoctd 03.01.03 —
MonekyisipHast GuOJIOTHS 32 IIOCTIeAHUE 5 IIET: (YKaszviéaem e menee 5)

1: Nikonov O, Kravchenko O, Nevskaya N, Stolboushkina E, Garber M, Nikonov
S. The third structural switch in the archaeal translation initiation factor 2 (alF2)
molecule and its possible role in the initiation of GTP hydrolysis and the removal

of alF2 from the ribosome. Acta Crystallogr D Struct Biol. 2019 Apr 1;75(Pt
4):392-399.

2: Nikonov OS, Nemchinova MS, Klyashtornii VG, Nikonova EY, Garber MB.
Model of the Complex of the Human Glycyl-tRNA Synthetase Anticodon-Binding
Domain with IRES I Fragment. Mol Biol (Mosk). 2018 Jan-Feb;52(1):112-119.

3: Kostareva OS, Nevskaya NA, Tishchenko SV, Gabdulkhakov AG, Garber MB,
Nikonov SV. Influence of Nonconserved Regions of L1 Protuberance of Thermus

thermophiles Ribosome on the Affinity of L1 Protein to 23s rRNA. Mol Biol
(Mosk). 2018 Jan-Feb;52(1):106-111.



4: Mikhaylina AO, Kostareva OS, Nikonova EY, Garber MB, Tishchenko SV.
Identification of Ribosomal Protein L1-Binding Sites in Thermus thermophilus and
Thermotoga maritima mRNAs. Mol Biol (Mosk). 2018 Jan-Feb;52(1):98-105.

5: Nikonova EY, Mihaylina AO, Nemchinova MS, Garber MB, Nikonov OS.
Glycyl-tRNA  Synthetase as a Potential Universal Regulator of Translation
Initiation at IRES-I. Mol Biol (Mosk). 2018 Jan-Feb;52(1):10-18.

®.1.0.: Kamenckuii [Tetp Auapeesuy
Yuenasi cTenenb: JOKTOp GHOJOTHYECKUX HAYK

Y4enoe 3BaHue: HeT
Hayunas(pbie) cneunanbnocrs(u): 03.01.03 MonekynspHas Guonorus

HoixnoceTs: npodeccop Kapeapsl MOJNEKYISPHOH OGUOTIOTHH GHOIOrHYUECKOrO
akyprera DenepanbHOro rocyIapcTBEHHOIO GHOIKETHOrO 06pa3soBaTEeIBHOIO
YUPEXKIEHUs ~ BbICIIEro  oOpasoBaHusi  «MOCKOBCKHIM  rocynapCTBEHHBIN
yHuBepcureT uMeHu M.B.JlomonocoBa»

Mecro paGorbr: ®enepanbHoe rocyIapcTBEHHOE OHOIKETHOE 06Pa30BaTENbHOE
YYpEKICHHE  BBICIIEro  oOpasoBaHMst  «MOCKOBCKHIM  rocyaapcTBEHHBIN
yHuBepcureT uMeHu M.B.JloMmoHOCOBaY»

Anpec mecta padorsr: 119234, MockBsa, JIeHUHCKHE Topel; 8. 1, erp. 12

Teur.: 8 (495) 9395485

E-mail: peter@protein.bio.msu.ru

CrnCOK OCHOBHBIX Hay4HbIX MyOnauKamuil 1Mo cremuanbocTd 03.01.03 —
MornekynsipHas Guonorus 3a rnocieaHue S JeT: (ykazeiéaem e menee 5)

1: Chicherin 1V, Zinina VV, Levitskiy SA, Serebryakova MV, Kamenski PA.
Aim23p Interacts with the Yeast Mitochondrial Ribosomal Small Subunit.
Biochemistry (Mosc). 2019 Jan;84(1):40-46.

2: Derbikova K, Kuzmenko A, Levitskii S, Klimontova M, Chicherin I, Baleva
MV, Krasheninnikov IA, Kamenski P. Biological and Evolutionary Significance

of Terminal Extensions of Mitochondrial Translation Initiation F actor 3. Int J Mol
Sci. 2018 Dec 4;19(12).



3: Levitskii S, Derbikova K, Baleva MV, Kuzmenko A, Golovin AV, Chicherin I,
Krasheninnikov IA, Kamenski P. 60S dynamic state of bacterial ribosome is fixed
by yeast mitochondrial initiation factor 3. PeerJ. 2018 Sep 17;6:e5620.

4: Smirnova EV, Chicherin IV, Baleva MV, Entelis NS, Tarassov IA, Kamenski
PA. Procedure for Purification of Recombinant preMsk1p from E. coli Determines

Its Properties as a Factor of tRNA Import into Yeast Mitochondria. Biochemistry
(Mosc). 2016 Oct;81(10):1081-1088.

5: Kuzmenko A, Derbikova K, Salvatori R, Tankov S, Atkinson GC, Tenson T, Ott
M, Kamenski P, Hauryliuk V. Aim-less translation: loss of Saccharomyces
cerevisiae mitochondrial translation initiation factor mIF3/Aim23 leads to
unbalanced protein synthesis. Sci Rep. 2016 Jan 5;6:18749.

®.1.0.: Ankanaesa Enena 3uHoBreBHA

Y4enasi crenenb: KaHAUAAT OUONOTHIECKUX HAYK
YdeHoe 3BaHuUe: HET

Hayunas(pie) cnennansnocrs(u): 03.00.15 Tenetuka

Hosxnoers:  Benymmit Hay4HbI  COTpyIHUK, 3aBelyromas abopaTtopueit
MEXaHU3MOB U KOHTPOJIS TPAHCIISALUN

Mecro paGorbi: DenepanbHOe rocy1apCTBEHHOE GIOKETHOE YUpEeKIECHUE HAYKH
WHcTuTyT MONeKyJsipHOM Ouosorun uMm. B.A. OHrenbrapara  Poccuiickoit
akanemuun Hayk (UMb PAH)

Anpec mecta pa6orbr: 119991, r. Mocksa, yi1. BaBuiosa, 1. 32.
Ten.: 8 (499) 1359977

E-mail: alkalaeva@eimb.ru

CryucoK OCHOBHBIX HAay4HBIX NyOnuKauuii mo cremmamprocTd 03.01.03 —
Monexynspuast Guosiorus 3a nocieaaue 5 ner: (ykasvisaem He menee 5)

1: Ivanov A, Shuvalova E, Egorova T, Shuvalov A, Sokolova E, Bizyaev N,
Shatsky I, Terenin I, Alkalaeva E. Polyadenylate-binding protein-interacting

proteins PAIP1 and PAIP2 affect translation termination. J Biol Chem. 2019 May
24,294(21):8630-8639.

2: Susorov D, Zakharov N, Shuvalova E, Ivanov A, Egorova T, Shuvalov A,
Shatsky IN, Alkalaeva E. Eukaryotic translation elongation factor 2 (eEF2)



catalyzes reverse translocation of the eukaryotic ribosome. J Biol Chem. 2018 Apr
0;293(14):5220-5229.

3: Eliseev B, Yeramala L, Leitner A, Karuppasamy M, Raimondeau E, Huard K,
Alkalaeva E, Aebersold R, Schaffitzel C. Structure of a human cap-dependent 48S
translation pre-initiation complex. Nucleic Acids Res. 2018 Mar 16;46(5):2678-
2689.

4: Mikhailova T, Shuvalova E, Ivanov A, Susorov D, Shuvalov A, Kolosov PM,
Alkalaeva E. RNA helicase DDX19 stabilizes ribosomal elongation and
termination complexes. Nucleic Acids Res. 2017 Feb 17;45(3):1307-1318.

5: Ivanov A, Mikhailova T, Eliseev B, Yeramala L, Sokolova E, Susorov D,
Shuvalov A, Schaffitzel C, Alkalaeva E. PABP enhances release factor

recruitment and stop codon recognition during translation termination. Nucleic
Acids Res. 2016 Sep 19;44(16):7766-76.

Y4eHblll cekperapb auccepranuonHoro copera MI'Y.03.01,
S5 CSPRICEA T g,
n. 6. 1. T.B. Komapoga



